). In these lethal deficiencies, the deletions remove the entire exon 4 cluster or exon 4 plus constant in exon 17. Figure 5A ). These results demonstrate tional sister branches were found in 35% and 42% of For instance, all major brain subcompartments, including the supraesoafter high-level expression of various UAS-Dscam transgenes in MB neurons using specific GAL4 drivers. We phageal ganglion, the subesophageal ganglion, and the optic lobes, appeared rudimentary, and the paired brain generated 12 distinct Dscam-GFP transgenes, the construction of which involved connecting two distinct exlobes were incompletely fused ( Figure 5C , compared with Figure 5B ). We subsequently checked the MB and tracellular domains, 4.3-6.36-9.25 and 4.8-6.19-9.1, with different cytoplasmic domain-GFP chimeras through ellipsoid body (EB) neuropils in these poorly developed adult brains using the 1D4 mAb. The MB ␣/␤ lobes (Figeither (Figures 6C and 6F ). It appears that the exon 17-rons preferentially labels MB axonal processes ( Figure  6G 
